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[WABI 2009 : Algorithms in Bioinformatics : International Workshop. 9th, Philadelphia, 12.-13.9.2009] 

 

AFC13 Song, Giltae - Zhang, Louxin - VinaŚ, Tom§ġ [UKOMFKAI] (5 %) - Miller, Webb: Inferring the recent 

duplication history of a gene cluster 
Recenzovan® 
In: Comparative Genomics. - Berlin : Springer-Verlag, 2009. - S. 111-125. - ISBN 978-3-642-04743-5 
[RECOMB-CG 2009 : Comparative Genomics : International Workshop. 7th, Budapest, 27.-29.9.2009] 
Ohlasy (2): 
[o1] 2011 Tremblay Savard, O. - Bertrand, D. - El-Mabrouk, N.: Evolution of orthologous tandemly arrayed 

gene clusters. In: BMC Bioinformatics, Vol. 12, Suppl. 9, 2011, Art. No. S2 - SCI ; SCOPUS 
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[o1] 2012 El-Mabrouk, N. - Sankoff, D.: Analysis of gene order evolution beyond single-copy genes. In: 

Evolutionary Genomics: Statistical and Computational Methods, Vol. 1 : Methods in Molecular Biology, Vol. 

855. Totowa : Humana Press, 2012,S. 397-429 - BKCI-S ; SCOPUS 
 

AFC14 VinaŚ, Tom§ġ [UKOMFKAI] (45 %) - Brejov§, Bronislava [UKOMFKI] (45 %) - Song, Giltae - Siepel, 

Adam: Reconstructing histories of complex gene clusters on a phylogeny 
Recenzovan® 
Lit. 30 z§zn. 
In: Comparative Genomics. - Berlin : Springer-Verlag, 2009. - S. 150-163. - ISBN 978-3-642-04743-5 
[RECOMB-CG 2009 : Comparative Genomics : International Workshop. 7th, Budapest, 27.-29.9.2009] 
Ohlasy (1): 
[o1] 2010 Lajoie, M. - Bertrand, D. - El-Mabrouk, N.: Inferring the evolutionary history of gene clusters from 

phylogenetic and gene order data. In: Molecular Biology and Evolution, Vol. 27, No. 4, 2010, s. 761-772 - SCI 
 

AFC15 N§n§si, Michal [UKOMFKId] (50 %) - VinaŚ, Tom§ġ [UKOMFKAI] (20 %) - Brejov§, Bronislava 

[UKOMFKI] (30 %): The highest expected reward decoding for HMMs with application to recombination 

detection 
Recenzovan®. 
Lit. 12 z§zn. 
In: Combinatorial Pattern Matching. - Berlin : Springer-Verlag, 2010. - S. 164-176. - ISBN 3-642-13508-0 
[CPM 2010 : Combinatorial Pattern Matching : Annual Symposium. 21st, New York, 21.-23.6.2010] 
[ECCB 2010 : European Conference on Computational Biology. 9th, Ghent, 26.-29.9.2010] 
POZNĆMKA: 
Vyġlo aj ako poster - ECCB 10 [elektronickĨ zdroj]. - Leuven : Katholieke Universiteit, 2010. - S. 9 [CD-

ROM] 
Ohlasy (2): 
[o1] 2011 Truszkowski, J. - Brown, D. G.: More accurate recombination prediction in HIV-1 using a robust 

decoding algorithm for HMMs. In: BMC Bioinformatics, Vol. 12, 2011, Art. No. 168 - SCI ; SCOPUS 
[o1] 2012 Hamada, M. - Asai, K.: A classification of bioinformatics algorithms from the viewpoint of 

maximizing expected accuracy (MEA). In: Journal of Computational Biology, Vol. 19, No. 5, 2012, s. 532-549 

- SCI ; SCOPUS 
 

AFC16 Brejov§, Bronislava [UKOMFKI] (34%) - Landau, Gad M. (33%) - VinaŚ, Tom§ġ [UKOMFKAI] (33%): 

Fast computation of a string duplication history under no-breakpoint-reuse 
Recenzovan® 
Lit. 18 z§zn. 
In: String Processing and Information Retrieval. - Berlin ; Heidelberg : Springer-Verlag, 2011. - S. 144-155. - 

ISBN 978-3-642-24582-4 
[SPIRE 2011 : String Processing and Information Retrieval : International Symposium. 18th, Pisa, 17.-

21.10.2011] 
 

AFC17 Brejov§, Bronislava [UKOMFKI] (25%) - Dobrev, Stefan (25%) - Kr§loviļ, Rastislav [UKOMFKI] (25%) - 

VinaŚ, Tom§ġ [UKOMFKAI] (25%): Routing in carrier-based mobile networks 
Recenzovan® 
Lit. 25 z§zn., 1 obr. 
In: Structural Information and Communication Complexity. - Berlin : Springer, 2011. - S. 222-233. - ISBN 

978-3-642-22211-5 
[SIROCCO 2011 : Structural Information and Communication Complexity : International Colloquium. 18th, 
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GdaŒsk, 26.-29.6.2011] 
Ohlasy (4): 
[o1] 2013 Flocchini, P. - Mans, B. - Santoro, N.: On the exploration of time-varying networks. In: Theoretical 

Computer Science, Vol. 469, 2013, s. 53-68 - SCI ; SCOPUS 
[o1] 2013 Mans, B. - Mathieson, L.: On the treewidth of dynamic graphs. In: Computing and Combinatorics : 

Lecture Notes in Computer Science, Vol. 7936. Berlin : Springer, 2013, S. 349-360 - SCOPUS 
[o1] 2014 Casteigts, A. - Flocchini, P. - Mans, B. - Santoro, N.: Measuring Temporal Lags in Delay-Tolerant 

Networks. In: IEEE Transactions on Computers, Vol. 63, No. 2, 2014, s. 397-410 - SCI ; SCOPUS 
[o1] 2014 Mans, B. - Mathieson, L.: On the treewidth of dynamic graphs. In: Theoretical Computer Science, 

Vol. 554, 2014, s. 217-228 - SCI ; SCOPUS 
 

AFC18 Brejov§, Bronislava [UKOMFKI] (40%) - Burger, Michal (20%) - VinaŚ, Tom§ġ [UKOMFKAI] (40%): 

Automated segmentation of DNA sequences with complex evolutionary histories 
Recenzovan®. 
Lit. 28 z§zn., 4 obr., 4 tab. 
In: Algorithms in Bioinformatics. - Berlin : Springer, 2011. - S. 1-13. - ISBN 978-3-642-23037-0 
[WABI 2011 : Algorithms in Bioinformatics : International Workshop. 11th, Saarbr¿cken, 5.-7.9.2011] 
[ISMB 2011 : Intelligent Systems for Molecular Biology : Annual International Conference. 19th, Vienna, 17.-

19.7.2011] 
[ECCB 2011 : European Conference on Computational Biology. 10th, Vienna, 17.-19.7.2011] 
POZNĆMKA: 
Vyġlo aj ako poster - ISMB/ECCB 2011 [elektronickĨ zdroj]. - La Jolla : ISCB, 2011. - Art. No. D12 [USB 

kŎ¼ļ] 
 

AFC19 Kov§ļ, Jakub [UKOMFKId] (50%) - Brejov§, Bronislava [UKOMFKI] (25%) - VinaŚ, Tom§ġ 

[UKOMFKAI] (25%): A practical algorithm for ancestral rearrangement reconstruction 
Recenzovan®. 
In: Algorithms in Bioinformatics. - Berlin : Springer, 2011. - S. 163-174. - ISBN 978-3-642-23037-0 
[WABI 2011 : Algorithms in Bioinformatics : International Workshop. 11th, Saarbr¿cken, 5.-7.9.2011] 
[ISMB 2011 : Intelligent Systems for Molecular Biology : Annual International Conference. 19th, Vienna, 17.-

19.7.2011] 
POZNĆMKA: 
Vyġlo aj ako poster - ISMB/ECCB 2011 [elektronickĨ zdroj]. - La Jolla : ISCB, 2011. - Art. No. D07 [USB 

kŎ¼ļ] 
Ohlasy (4): 
[o1] 2012 Holloway, P. - Swenson, K. - Ardell, D. - El-Mabrouk, N.: Evolution of genome organization by 

duplication and loss: An alignment approach. In: Research in Computational Molecular Biology : Lecture 

Notes in Computer Science, Vol. 7262. Berlin : Springer, 2012, S. 94-112 - SCOPUS 
[o1] 2012 Zheng, C. - Albert, V. A. - Lyons, E. - Sankoff, D.: Ancient angiosperm hexaploidy meets ancestral 

eudicot gene order. In: Computational Advances in Bio and Medical Sciences. New York : IEEE, 2012, Art. 

No. 6182649 - SCOPUS 
[o1] 2013 Andreotti, S. - Reinert, K. - Canzar, S.: The duplication-loss small phylogeny problem: From 

cherries to trees. In: Journal of Computational Biology, Vol. 20, No. 9, 2013, s. 643-659 - SCI ; SCOPUS 
[o1] 2013 Holloway, P. - Swenson, K. - Ardell, D. - El-Mabrouk, N.: Ancestral genome organization: An 

alignment approach. In: Journal of Computational Biology, Vol. 20, No. 4, 2013, s. 280-295 - SCI ; SCOPUS 
 

AFC20 N§n§si, Michal [UKOMFKId] (60%) - VinaŚ, Tom§ġ [UKOMFKAI] (10%) - Brejov§, Bronislava 

[UKOMFKI] (30%): Probabilistic approaches to alignment with tandem repeats 
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Recenzovan® 
Lit. 23 z§zn. 
In: Algorithms in Bioinformatics. - Berlin : Springer, 2013. - S. 287-299. - ISBN 978-3-642-40451-8 
[WABI 2013 : Algorithms in Bioinformatics : International Workshop. 13th, Sophia Antipolis, 2.-4.9.2013] 

 

AFC21 Boģa, Vladim²r [UKOMFKAId] (60%) - Brejov§, Bronislava [UKOMFKI] (20%) - VinaŚ, Tom§ġ 

[UKOMFKAI] (20%): GAML: Genome assembly by maximum likelihood 
Lit. 21 z§zn. 
In: Algorithms in Bioinformatics. - Berlin : Springer, 2014. - S. 122-134. - ISBN 978-3-662-44752-9 
[WABI 2014 : Algorithms in Bioinformatics : International Workshop. 14th, Wroclav, 8.-10.9.2014] 
Ohlasy (1): 
[o1] 2015 Simpson, J. T. - Pop, M.: The Theory and Practice of Genome Sequence Assembly. In: Annual 

Review of Genomics and Human Genetics, Vol. 16, 2015, s. 153-172 - SCOPUS 
 

AFC22 Boģa, Vladim²r [UKOMFKAId] (50%) - Jursa, Jakub (20%) - Brejov§, Bronislava [UKOMFKI] (10%) - 

VinaŚ, Tom§ġ [UKOMFKAI] (20%): Fishing in read collections: Memory efficient indexing for sequence 

assembly 
Lit. 15 z§zn., 8 obr. 
In: String Processing and Information Retrieval : 22nd International Symposium. - Chalm : Springer, 2015. - S. 

188-198. - ISBN 978-3-319-23825-8 
[SPIRE 2015 : String Processing and Information Retrieval : International Symposium. 22nd, London, 1.-

4.9.2015] 
Registrovan® v: wos, scopus 

 

AFC23 Hozza, Michal [UKOMFKId] (60%) - VinaŚ, Tom§ġ [UKOMFKAI] (10%) - Brejov§, Bronislava 

[UKOMFKI] (30%): How big is that genome? Estimating genome size and coverage from k-mer abundance 

spectra 
Lit. 16 z§zn., 1 obr., 2 tab. 
In: String Processing and Information Retrieval : 22nd International Symposium. - Chalm : Springer, 2015. - S. 

199-209. - ISBN 978-3-319-23825-8 
[SPIRE 2015 : String Processing and Information Retrieval : International Symposium. 22nd, London, 1.-

4.9.2015] 
Registrovan® v: wos, scopus 

 

AFD Publikovan® pr²spevky na dom§cich vedeckĨch konferenci§ch 
 

AFD01 VinaŚ, Tom§ġ [UKOMFKAI] - Brejov§, Bronislava [UKOMFKI]: S¼Šaģe v programovan² ako doplnkov§ 

forma vĨuļby informatiky 
Recenzovan® 
In: DidInfo '99, zv. 1. - Bansk§ Bystrica : Metodick® centrum, 1999. - S. 23-29. - ISBN 80-8041-296-0 
[DidInfo 1999 : Kolokvium o vyuļovan² informatiky na z§kladnĨch a strednĨch ġkol§ch. 5., Bansk§ Bystrica, 

18.-23.3.1999] 
Ohlasy (1): 
[o1] 2006 Forisek, M. - Winczer, M.: Non-formal activities as scaffolding to informatics achievements. In: 

Information Technologies at School. Vilnius : Institute of Mathematics and Informatics, 2006, S. 529-534 - 

CPCI-S 
 

AFD02 Biedl, Therese C. - Brejov§, Bronislava [UKOMFKI] (35%) - VinaŚ, Tom§ġ [UKOMFKAI] (35%): 
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Simplifying flow networks 
Recenzovan® 
Lit. 9 z§zn., 5 obr. 
In: Mathematical Foundations of Computer Science 2000. - Berlin : Springer, 2000. - S. 192-201. - ISBN 3-

540-67901-4 
[MFCS 2000 : Mathematical Foundations of Computer Science : International Symposium. 25th, Bratislava, 

28.8.-1.9.2000] 
POZNĆMKA: 
Vyġlo aj ako preprint - Waterloo : Department of Computer Science University of Waterloo, 2000 . - 

(Technical Report ; CS-2000-07) 
Ohlasy (14): 
[o1] 2004 Skulrattanakulchai, S. - Gabow, H. N.: Coloring algorithms on subcubic graphs. In: International 

Journal of Foundations of Computer Science, Vol. 15, No. 1, 2004, s. 21-40 - CPCI-S 
[o1] 2005 Misiolek, E. - Chen, D. Z.: Efficient algorithms for simplifying flow networks. In: Computing and 

Combinatorics : Lecture Notes in Computer Science, Vol. 3595. Berlin : Springer, 2005, 737-746 - SCI ; 

SCOPUS 
[o1] 2006 Borradaile, G.- Klein, P.: An O (n log n) algorithm for maximum st-flow in a directed planar graph. 

In: Proceedings of the Annual ACM-SIAM Symposium on Discrete Algorithms. New York : ACM, 2006, S. 

524-533 - CPCI-S ; SCOPUS 
[o1] 2006 Misiolek, E. - Chen, D. Z.: Two flow network simplification algorithms. In: Information Processing 

Letters, Vol. 97, No. 5, 2006, s. 197-202 - SCI ; SCOPUS 
[o1] 2008 Aguilera, N. E. - Leoni, V. A. - Nasini, G. L.: Combinatorial flexibility problems and their 

computational complexity. In: Electronic Notes in Discrete Mathematics, Vol. 30, No. (C), 2008, s. 303-308 - 

SCOPUS 
[o1] 2009 Borradaile, G.- Klein, P.: An O (n log n) algorithm for maximum st-flow in a directed planar graph. 

In: Journal of the ACM, Vol. 56, No. 2, 2009, Art. No. 9 - SCI ; SCOPUS 
[o1] 2009 Chambers, E. W. - Erickson, J. - Nayyeri, A.: Homology flows, cohomology cuts. In: STOC'09: 

Proceedings of the 2009 ACM Symposium on Theory of Computing. New York : ACM, 2009, S. 273-281 - 

CPCI-S 
[o1] 2010 Erickson, J.: Maximum flows and parametric shortest paths in planar graphs. In: Proceedings of the 

Annual ACM-SIAM Symposium on Discrete Algorithms. New York : ACM, 2010, S. 794-804 - CPCI-S ; 

SCOPUS 
[o1] 2010 Leoni, V. A. - Nasini, G. L.: On the computational complexity of combinatorial flexibility problems. 

In: International Journal of Computer Mathematics, Vol. 87, No. 15, 2010, s. 3330-3343 - SCI ; SCOPUS 
[o1] 2010 Toivonen, H. - Mahler, S. - Zhou, F.: A framework for path-oriented network simplification. In: 

Advances Intelligent Data Analysis : Lecture Notes in Computer Science, Vol. 6065. Berlin : Springer, 2010, 

S. 216-231 - CPCI-S ; SCOPUS 
[o1] 2010 Zhou, F. - Mahler, S. - Toivonen, H.: Network simplification with minimal loss of connectivity. In: 

International Conference on Data Mining. New York : IEEE, 2010, S. 659-668 - SCOPUS 
[o1] 2011 Ruan, N. - Jin, R. - Huang, Y.: Distance preserving graph simplification. In: IEEE International 

Conference on Data Mining. New York : IEEE, 2011, S. 1200-1205 - SCOPUS 
[o1] 2012 Zhou, F. - Mahler, S. - Toivonen, H.: Simplification of networks by edge pruning. In: Bisociative 

Knowledge Discovery : Lecture Notes in Computer Science, Vol. 7250. Berlin : Springer, 2012, S. 179-198 - 

SCOPUS 
[o1] 2014 Blagus, N. - Ġubelj, L. - Bajec, M.: Assessing the effectiveness of real-world network simplification. 

In: Physica A: Statistical Mechanics and its Applications, Vol. 413, 2014, s. 134-146 - SCOPUS 
 

AFD03 ViġŔovsk§, Martina [UKOMFKAId] (50%) - N§n§si, Michal [UKOMFKId] (10%) - VinaŚ, Tom§ġ 
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[UKOMFKAI] (10%) - Brejov§, Bronislava [UKOMFKI] (30%): Estimating effective DNA database size via 

compression 
Recenzovan®.  
Lit. 23 z§zn., 1 obr., 3 tab. 
In: Information Technologies Applications and Theory. - SeŔa : PONT, 2010. - S. 63-70. - ISBN 978-80-

970179-4-1 
[ITAT 2010 : Information Technologies Applications and Theory : Conference. 10th, Smrekovica, 21.-

25.9.2010] 
[ECCB 2010 : European Conference on Computational Biology. 9th, Ghent, 26.-29.9.2010] 
POZNĆMKA: 
Vyġlo aj ako poster - ECCB 10 (CD ROM). - Leuven : Katholieke universiteit, 2010. - S. 21 

 

AFD04 Kov§ļ, Peter (60%) - Brejov§, Bronislava [UKOMFKI] (20%) - VinaŚ, Tom§ġ [UKOMFKAI] (20%): 

Aligning sequences with repetitive motifs 
Recenzovan® 
Lit. 19 z§zn. 
In: ITAT 2012 : Information Technologies Applications and Theory [elektronickĨ zdroj]. - Koġice : Slovensk§ 

spoloļnosŠ pre umel¼ inteligenciu, 2012. - S. 41-48 [online]. - ISBN 978-80-971144-0-4 
[ITAT 2012 : Information Technologies Applications and Theory : Conference. 12th, Hotel Magura, Belianske 

Tatry, 17.-21.9.2012] 
 

AFD05 Kravec, Martin [UKOMFKAId] (50%) - Bob§k, Martin (10%) - Brejov§, Bronislava [UKOMFKI] (10%) - 

VinaŚ, Tom§ġ [UKOMFKAI] (30%): Variants of genes from the next generation sequencing data 
Recenzovan® 
Lit. 18 z§zn. 
In: ITAT 2013 : Information Technologies Applications and Theory : Proceedings [elektronickĨ zdroj]. - 

[North Charleston] : CreateSpace Independent Publishing Platform, 2013. - S. 44-51 [USB kŎ¼ļ]. - ISBN 978-

1490952000 
[ITAT 2013 : Information Technologies Applications and Theory : Conference. 13th, Donovaly, 11.-

15.9.2013] 
 

AFD06 ViġŔovsk§, Martina [UKOMFKAId] (60%) - VinaŚ, Tom§ġ [UKOMFKAI] (10%) - Brejov§, Bronislava 

[UKOMFKI] (30%): DNA sequence segmentation based on local similarity 
Recenzovan® 
Lit. 11 z§zn. 
In: ITAT 2013 : Information Technologies Applications and Theory : Proceedings [elektronickĨ zdroj]. - 

[North Charleston] : CreateSpace Independent Publishing Platform, 2013. - S. 36-43 [USB kŎ¼ļ]. - ISBN 978-

1490952000 
[ITAT 2013 : Information Technologies Applications and Theory : Conference. 13th, Donovaly, 11.-

15.9.2013] 
 

AFG Abstrakty pr²spevkov zo zahraniļnĨch vedeckĨch konferenci² 
 

AFG01 Jimenez, Randi M. (60%) - Ramp§ġek, Ladislav (10%) - Brejov§, Bronislava [UKOMFKI] (10%) - VinaŚ, 

Tom§ġ [UKOMFKAI] (10%) - Lupt§k, Andrej (10%): Application of new tools for functional RNA discovery 
Lit. 4 z§zn. 
In: ISMB 2012 : Alternative Splicing - Integrative RNA Analysis and Disease (AS-SIG) [elektronickĨ zdroj]. - 

[La Jolla] : [ISCB], 2012. - S. 12 [online] 
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[ISMB 2012 : Intelligent Systems for Molecular Biology : Annual International Conference. 20th, Long Beach, 

13.-14.7.2012] 
 

AFG02 VinaŚ, Tom§ġ [UKOMFKAI] (50%) - Brejov§, Bronislava [UKOMFKI] (50%): Three problems illustrating 

bioinformatics concepts in a standard spreadsheet 
In: RECOMB Bioinformatics Education & RECOMB Algorithmic Biology 2012 [elektronickĨ zdroj]. - [S.l.] : 

[s.n.], 2012. - S. 9 [online] 
[RECOMB-BE 2012 : Satellite Conference on Bioinformatics Education. 4th, St. Petersburg, 26.8.2012] 
[RECOMB-AB 2012 : Satellite Conference on Open Problems in Algorithmic Biology. St. Petersburg, 27.-

29.8.2012] 
 

AFG03 Heged¿sov§, Eva [UKOPRCBI] (10%) - Brejov§, Bronislava [UKOMFKI] (9%) - Valach, Mat¼ġ (9%) - 

Friļov§, Dominika (9%) - Pfeiffer, Ilona (9%) - Zemanov§, J¼lia (9%) - Jak¼bkov§, Michaela [UKOPRCBI] 

(9%) - Neboh§ļov§, Martina [UKOPRCBI] (9%) - VinaŚ,Tom§ġ [UKOMFKAI] (9%) - Tom§ġka, ōubom²r 

[UKOPRBGE] (9%) - Nosek, Jozef [UKOPRCBI] (9%): Mitochondrial genome architecture in yeast species 

from the Lodderomyces clade 
In: Yeast. - Vol. 30, Suppl. 1 (2013), s. 123 
[International Conference on Yeast Genetics and Molecular Biology. 26th, Frankfurt, 29.8.-3.9.2013] 

 

AFH Abstrakty pr²spevkov z dom§cich vedeckĨch konferenci² 
 

AFH01 Kov§ļ, Jakub [UKOMFKId] (20 %) - Valach, Mat¼ġ [UKOPRCBI] (20 %) - Nosek, Jozef [UKOPRCBI] (20 

%) - Brejov§, Bronislava [UKOMFKI] (20 %) - VinaŚ, Tom§ġ [UKOMFKAI] (20 %): Reconstructing ancestral 

gene orders in yeast mitochondrial genomes 
Lit. 1 z§zn. 
In: 38th Annual Conference on Yeasts. - Bratislava : Czechoslovak Society for Microbiology, 2010. - S. 78 
[Annual Conference on Yeasts 2010. 38th, Smolenice, 11.-14.5.2010] 

 

 

AFH02 Heged¿ġov§, E. (20%) - Brejov§, Bronislava [UKOMFKI] (20%) - VinaŚ, Tom§ġ [UKOMFKAI] (20%) - 

Tom§ġka, ōubom²r [UKOPRBGE] (20%) - Nosek, Jozef [UKOPRCBI] (20%): Linear mitochondrial genome 

of the yeast Candida theae 
Lit.: 3 z§zn. 
In: 30th ISSY: Cell Surface and Organelles in Yeasts: from Basics to Applications. - Bratislava : SAV, 2013. - 

S. 71 
[International Specialized Symposium on Yeast: Cell Surface and Organelles in Yeasts: from Basics to 

Applications. 30th, Star§ Lesn§, 18.-22.6.2013] 
 

AFH03 Ramp§ġek, Ladislav (25%) - Lupt§k, Andrej (25%) - VinaŚ, Tom§ġ [UKOMFKAI] (25%) - Brejov§, 

Bronislava [UKOMFKI] (25%): RNArobo: Fast RNA motif search 
Lit. 7 z§zn. 
In: ITAT 2013 : Information Technologies Applications and Theory : Workshops, posters, and tutorials 

[elektronickĨ zdroj]. - [North Charleston] : CreateSpace Independent Publishing Platform, 2013. - S. 47 [USB 

kŎ¼ļ]. - ISBN 978-1490952086 
[ITAT 2013 : Information Technologies Applications and Theory : Conference. 13th, Donovaly, 11.-

15.9.2013] 
 

AFH04 VinaŚ, Tom§ġ [UKOMFKAI] (50%) - Brejov§, Bronislava [UKOMFKI] (50%): Comparative genomics in 
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genome projects 
Lit. 10 z§zn. 
In: ITAT 2013 : Information Technologies Applications and Theory : Workshops, posters, and tutorials 

[elektronickĨ zdroj]. - [North Charleston] : CreateSpace Independent Publishing Platform, 2013. - S. 69 [USB 

kŎ¼ļ]. - ISBN 978-1490952086 
[ITAT 2013 : Information Technologies Applications and Theory : Conference. 13th, Donovaly, 11.-

15.9.2013] 
 

AFI Preprinty vedeckĨch pr§c vydan® v zahraniļnĨch vydavateŎstv§ch 
 

AFI01 Brejov§, Bronislava [UKOMFKI] (40%) - DiMarco, Chrysanne - VinaŚ, Tom§ġ [UKOMFKAI] (40%) - 

Hildalgo, Sandra Romero - Holguin, Gina - Patten, Cheryl: Finding patterns in biological sequences 

[elektronickĨ zdroj]. - Waterloo : Department of Computer Science University of Waterloo, 2000. - 49 s. 

[online]. - (Technical Report ; CS-2000-22) (Project Report ; CS798G) 
Popis urobenĨ 6.4.2009 
Lit. 66 z§zn., 7 obr. 
URL: http://www.cs.uwaterloo.ca/research/tr/2000/22/CS-2000-22.pdf 
Ohlasy (32): 
[o1] 2002 El-Ramly, M. - Stroulia, E. - Sorenson, P.: From run-time behavior to usage scenarios: An 

interaction-pattern mining approach. In: ACM SIGKDD International Conference on Knowledge Discovery 

and Data Mining. New York : ACM, 2002, S.315-324 - SCOPUS 
[o1] 2002 Nan, N. - Stroulia, E. - El-Ramly, M.: Understanding web usage for dynamic web-site adaptation: A 

case study. In: 4th International Workshop on Web Site Evolution. Los Alamitos : IEEE, 2002, S. 53-62 - 

CPCI-S 
[o1] 2002 Stroulia, E. - El-Ramly, M. - Sorenson, P.: From legacy to web through interaction modeling. In: 

Software Maintenance. Los Alamitos : IEEE, 2002, S. 320-329 - CPCI-S ; SCOPUS 
[o1] 2003 Blekas, K. - Fotiadis, D. I. - Likas, A.: Greedy mixture learning for multiple motif discovery in 

biological sequences. In: Bioinformatics, Vol. 19, No. 5, 2003, s. 607-617 - SCI ; SCOPUS 
[o1] 2003 Blekas, K. - Fotiadis, D. I. - Likas, A.: Protein sequence classification using probabilistic motifs and 

neural networks. In: Artificail Neural Networks and Neural Information Processing : Lecture Notes in 

Computer Science, Vol. 2714. Berlin : Springer, 2003, S. 702-709 - SCI ; SCOPUS 
[o1] 2003 Buchner, M. - Janjarasjitt, S.: Detection and visualization of tandem repeats in DNA sequences. In: 

IEEE Transactions on Signal Processing, Vol. 51, No. 9, 2003, s. 2280-2287 - SCI ; SCOPUS 
[o1] 2003 Mancheron, A., Rusu, I.: Pattern discovery allowing wild-cards, substitution matrices, and multiple 

score functions. In: Algorithms in Bioinformatics : Lecture Notes in Bioinformatics, Vol. 2812. Berlin : 

Springer, 2003, S. 124-138 -SCI ; SCOPUS 
[o1] 2004 Favorov, A.: Methodological differences between physical and computational model approaches. In: 

Biophysics, Vol. 49, No. 5, 2004, s. 863-865 - SCI ; SCOPUS 
[o1] 2004 Lu, X. - Zhai, C. - Gopalakrishnan, V. - Buchanan, B. G.: Automatic annotation of protein motif 

function with gene ontology terms. In: BMC Bioinformatics, Vol. 5, 2004, Art. No. 122 - SCI ; SCOPUS 
[o1] 2004 Stearley, J.: Towards informatic analysis of syslogs. In: IEEE International Conference on Cluster 
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