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Abstrakt:

Inovativna metéda DNA metabarkddingu umoziuje rychle sekvenovanie DNA zo Sirokého spektra
environmentalnych vzoriek, avsak nové poznatky o efektivite a optimalizacii postupu su stale
potrebné. Predlozeny projekt je zamerany na analyzu rozdielov a prinosu siedmich zdrojov DNA pre
metabarkdding bezstavovcov tatranskych plies (voda, sediment, triedené a netriedené vzorky
bentosu, ich fixativ pred i po homogenizacii a zvySok detritu po vytriedeni bezstavovcov). Kazda z
tychto vzoriek prinasa odlisné vyhody v spracovani, detekénej schopnosti aj ohladuplnosti k
zivotnému prostrediu. KedZe absentuju Studie zamerané na tak komplexnu charakterizaciu fauny a
rozmiestnenia jej DNA v prostredi, tento projekt poskytne unikatny pohlad na skimané
spolocenstva a praktické stranky moderného biomonitoringu. Preto mozu vystupy projektu vyrazne
zjednodusit pracu, optimalizovat ziskavané Udaje, a tym padom zefektivnit vyskum biodiverzity v
buducnosti a prispiet k ochrane jedine¢nych ekosystémov.

Abstract:

The innovative method of DNA metabarcoding enables the rapid sequencing of DNA from a wide
range of environmental samples. However, further knowledge about the efficiency and optimisation
of the procedure is still needed. The current project is focused on the analysis of the differences and
contribution of seven DNA sources for the metabarcoding of invertebrates from the Tatra Mountain
lakes (water, sediment, sorted and unsorted benthic samples, their fixative before and after
homogenisation and the detritus remaining after the sorting of invertebrates). Each of these sample
types brings different advantages for processing, detection capacity and environmental impact of
the analyses. Since there are no studies aimed at such a complex characterisation of fauna and the
distribution of its DNA in environment, this project will provide a unique view of the investigated
communities and the practical aspects of modern biomonitoring. Therefore, the project outputs can
significantly simplify the workflow and optimise the obtained data, thus making biodiversity
research more efficient in the future, which will contribute to the protection of unique ecosystems.
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