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Abstrakt:

Juvenilné stadia druhov celade Mermithidae patria k najrozSirenejSim parazitom lariev celade
Simuliidae. Pre lepSie pochopenie komplexnosti tohto parazitického vztahu je potrebné poznat
druhovu variabilitu a hostitelsku Specificitu mermitid. KedZe parazitické nedospelé stadia mermitid
nie je mozné urcit pomocou morfoldgie, na ich spravnu identifikaciu, taxonomické zaradenie a
taktiez pochopenie hostitelskej Specificity tychto parazitov, je potrebné pouzitie molekularnych
metdd, analyz sekvencii a nasledného fylogenetického vyhodnotenia vztahov medzi jednotlivymi
druhmi mermitid a taktiez ich hostitelmi — muskami rodu Simulium. Predpokladame, ze
molekularne analyzy mermitid na Usekoch mitochondrialnych génov COl a NAD4 by mohli priniest
lepSie pochopenie fylogenetickych vztahov a hostitelskej Specificity parazitickej celade
Mermithidae.

Abstract:

The juvenile stages of species of the family Mermithidae are among the most widespread larval
parasites of the family Simuliidae. To better understand the complexity of this parasitic relationship,
it is necessary to know the species variation and host specificity of mermithids. Since the parasitic
juvenile stages of mermithids cannot be determined by morphology, the use of molecular methods,
sequence analyses and subsequent phylogenetic evaluation of the relationships between mermithid
species and their hosts, the blackflies of the genus Simulium, is necessary for their correct
identification, taxonomic classification and to understand the host specificity of these parasites. We
hypothesize that molecular analyses of mermithid mitochondrial COl and NAD4 gene fragments
could provide a better understanding of the phylogenetic relationships and host specificity of the
parasitic family Mermithidae.
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